method was used to calculate relative quantification of miRNA expression. Two of 35 patients were females and the other 33 were males. Invasion to bladder muscle was observed in 13 (37%) cases. MiR-141, miR-200-c and miR30-b were up-regulated in 91%, 79% and 64% of malignant tissues, respectively. Down-regulation of miR-141 had a strong association with muscle invasion (P= 0.017). Significant inverse correlation between grading and miRNA-141 level was observed (P= 0.043).
more prevalent (5) .
Despite unknown exact mechanism of BC, irreversible genetic and reversible epigenetic changes, chromosomal anomalies and genetic polymorphisms are involved in tumorigenesis and progression of BC. Genetic changes are noticeable in BC prognosis and treatment (6) (7) (8) .
MiRNAs are a class of small non-coding RNA molecules, about 22 (18) (19) (20) (21) (22) (23) (24) (25) MiRNAs regulate translation of more than one-third of human mRNA species and proteincoding genes (12, 13) , nevertheless; miRNAs impression in gene regulation has not been clarified completely (8) .
Different miRNAs expression between tumor
and normal tissues could explore the role of miRNAs involved in carcinogenesis, which in turn, may result in discovering novel therapeutic, diagnostic and prognostic markers (13) . Alteration in miRNA expression may occur earlier in BC and affect carcinogenesis and tumor behavior (14) .
Gottardo et al. firstly reported 10 up-regulated miRNAs in BC (15) . Altered expression of many miRNAs have been identified in Dyrskjot et al.'s study (16) . Some miRNAs are related to epithelialmesenchymal transition (17) (18) (19) (18, 28, 29) .
The purpose of this study was to assess miR- 
Material and methods

Clinical sample collection
All eligible patients with BC, diagnosed clinically and confirmed pathologically, irrespective of sex and age were included in this study. If Determination of RNA concentration and purity was performed by optical density measurement using a Nano-Drop spectrophotometer (Bio-TeK, USA). Integrity and quality of RNA were evaluated by 1% agarose gel electrophoresis.
Real-time quantitative PCR analysis
MicroRNA RT-PCR system (PARSGENOME, Iran) was used to determine microRNA expression by RT-qPCR. Briefly, 2 µg of RNA was reversely 
Statistical analyzes
Statistical analysis was performed using Table 3 . As indicated in Table 3 , downregulation of miR-141 had a strong association with muscle invasion.
In tumor specimens, we observed significant inverse association between grading and miR-141 level (p=0.043). We also did not see any significant correlation between deregulation of miR-30b and miR-200c and grading (p= 0.208 and 0.239, respectively) ( Table 4) .
We also subdivided the tumor samples according to the size of tumors, calculated by ultra-sonography, into greater and less than 10 cm Discovering an effective diagnostic method for early detection, prevention, treatment and monitoring recurrence of BC is necessary (13, 37) .
Some cancer biomarkers such as miRNAs will be known and help in early diagnosis and prediction of the cancer prognosis. Therefore, further investigations should be done about miRNA alterations in BC to understand real role of miRNAs in tumor initiation, progression, metastasis and treatment response.
